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Just to mention, other strategies have been developed for gene therapy
of SMA one that is in the clinic is using antisense oligonucleotides to
actually inhibit the splicing of exon 8. As I said before, SMN2, the exon
7 is excluded is not present in the most of the messenger RNA. That's
why the protein is not functional. By using an antisense to... An
enhancer of exon 8 inclusion, people managed to have a higher level of
inclusion of exon 7. It was 10% originally, improved it. This is tested in
the clinics also there are clinical trials. The advantage is that we don't
need a virus. So there will be no immune response related to the capsid.
But the disadvantage is that it's not stable. You have to inject regularly
these oligonucleotides to work a long-term. Since it's intrathecal
injections, it's not so nice for the children.

Notes

Summary

0m
 0

5s

Week 7: From bench to bedside – gene therapy 2 of 3

1
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Of course, you can imagine to do genome editing, and this has been
done in the preclinical experiments. One way is to do a homology-
directed repair in the SMN2 gene dose restoring the sequence in the
start of the exon 7. So that again, seven will be included. This needs
homology-directed repair. Up to now, it's not probably efficient enough
to do it in human. The other way is to use non-homologous repair of the
[inaudible 00:02:47]. This has also been tried by deleting and an
inhibitor [inaudible 00:02:56] for inclusion of SMN2. This is still under
development. It's not ready for the clinics, but there is potential.
However, there are still limitations to deliver the elements of the
CRISPR-Cas9 system. You will still need the vector. The problem of the
immune response will still exist. In addition, Cas9 and the single
[inaudible 00:03:32]. The coding sequences are too large for one AAV
vector, so you need to use two AAVs. Fortunately, no smaller gas
nuclease have been identified. This again, let's see what will happen.
But still, we will have the problem of the immune response.
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